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RESEARCH EXPERIENCE 
Transcriptomics
During my Ph.D., the major objective of the research was to study the global expression pattern of genes during drought condition and fibre development in cotton plants using microarray and 454 GS_FLX pyrosequencing. We detected a lot of drought and fibre development associated genes and analyzed the expression pattern of them which provide us a global view of drought and fibre development associated genes and laid data foundation for further study.
Functional Genomics

We mainly focused on gene expression, regulation in the genome level, gene associated information reorganization, identification and functional characterizations of the various genes in model plants.

Proteomics

During my master i worked one year on the “Purification and partial characterization of Alkaline Protease from Deep sea bacterial isolates.”  at Department of Biotechnology, Goa University, Goa India.

Worked as summer trainee, for one month “Molecular study of thermostable amylase gene in Bacillus licheniformis” at Department of Microbiology and Biotechnology M.S University Baroda, Gujrat, India.
LABORATORY /SCIENTIFIC SKILLS 
I have developed expertise in molecular biology, Bioinformatics and biochemical techniques.
(A) Molecular Biology
1. Extensive experience with recombinant DNA technology. 
2. Designing of constructs, cloning and expression of reporter genes in plant cells. 
3. Experienced in mini and large-scale preparation of plasmid. 
4. Microarray.

5. 454 GS_FLX pyrosequencing.

6. QGE analysis by SEQUENOME Mass array

7. Isolation of genomic DNA, genomic DNA PCR, and Southern hybridization. 
8. Isolation of total RNA, Northern blotting, RT-PCR and semi-quantitative PCR. 
9. Extensive experience using PCR, real time PCR. 
10. Transgenic plants analysis of  Nicotiana tabacum and Arabidopsis thaliana. 
11. Study of gene expression at the transcript level in Arabidopsis mutant plants by Real Time PCR. 
12. All the technique involved in screening of transgenes at DNA, RNA and protein level. 
(B) Bioinformatics
1. Analysis of Microarray data.

2. Analysis of Transcriptome data.

3. Bioinformatics tools, like ESTscan model, CAP3 assembler Nr/Nb Blast, Uniport analysis, Go annotation, Pathway studio, Plexdb, TAIR, Gene investigator.

 (C) Other Scientific Skills
1. Isolation of Micro RNA, Computational prediction of mi RNA.

2. RNA interference techniques.

3. Nucleic acid and protein sequence analysis by bioinformatics tools. 
4. Capable of planning and executing personal research projects with limited supervision. 
5. Enjoy training and supervising other students and collaborating with co-workers. 
6. Capable of writing research papers. 
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Research Statement
I did my post graduation from Goa University in Marine biotechnology. I was awarded Junior Research Fellow and Lectureship in Life Science by University Grant Commission and Council of Scientific & Industrial Research, Human Resource and Development Group, Government of India, New Delhi, India, and decided to peruse my doctoral degree under the guidance of Dr.Samir V .Sawant’s lab at NBRI Lucknow for my PhD degree. In my doctoral work I studied the genomic exploration of cotton genotype during drought condition and fiber development. Work mainly focused on two different species  of cotton, G.herbaceum and G.hirsutum. Cultivated cotton (Gossypium sp.) is one of the most important crop of the world; it is the leading producer of natural fiber used in the textile industry. Over 95% of the commercially cultivated cotton in the world is produced from Gossypium hirsutum and 2% from Gossypium herbaceum. Nearly 10–15% production of cotton is loss due to drought. Approximately one third of the world arable land suffers from chronically inadequate supply of water for agriculture. However, there are very scanty efforts in cotton to understand the drought in molecular details. G. herbaceum also known as desi cotton is a diploid cotton species (A-genome) having inherent natural ability to withstand substantial drought condition. We screened G. herbaceum genotypes available in different Indian states for drought tolerance and drought sensitive. We carried out transcriptome sequencing of leaf and roots of these germplasm using GS-FLX whole genome sequencer. In parallel we also perform global gene expression profiling of these contrasting genotypes using Affymetrix microarray. Our efforts on transcriptome sequencing and microarray analysis lead to discover novel genes and pathways probably responsible for the drought tolerance in G. herbaceum.
Simultaneously for fiber development, I selected Gossypium hirsutum spp, again performed pyrosequencing and microarray at different developmental stages of fiber. Global profiling of contrasting genotypes leads to discover novel gene responsible for good quality of the fiber. I further extended this work by characterization of novel gene for drought and fiber development.
I then tried to understand the role of various genes during drought condition and fibre development.
Since last five years I have been working and associated with both basic research and its applied aspects of work. I have keen interest to pursue my future study to understand the fundamental mode of regulatory network and mechanism of gene expression in eukaryotic system. I believe that the combination of my background in scientific research, along with an intense scientific curiosity and dedication, will stand me in good stead as a suitable candidate. I am confident that I will meet the high standards set by the lab.
